Multivariate discriminant analysis of principal components (DAPC) supports the assignment of the 43 P. graminis f. sp. tritici isolates into ten genetic groups. a, The optimal predicted number of population clusters K for the dataset is ten. The Bayesian information criterion (BIC; Y-axis) was plotted for K = 1-20, and the clear 'elbow' at K = 10 indicates the optimal number of populations. b, Scatterplot using the first two principal components (Y-axis and X-axis, respectively) of DAPC analysis of 306,960 biallelic synonymous single nucleotide polymorphism (SNP) sites. Each symbol represents a single P. graminis f. sp. tritici isolate, which is coloured according to assignment to one of ten population clusters.
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a b 2010+ 2000 -2009 1987 -1999 1970 -1986 1930 -1969 pre-1930 Supplementary Relative rate (r) by temperature was estimated using a beta function parameterized by cardinal temperatures reported in the literature. b, Cumulative distribution function for germination and appressorium formation over time. The fraction of spores having formed appressoria (FG) over time was estimated from a Weibull function parameterized from descriptions in the literature, with shape parameter 3 and scale parameter 4.5. The Weibull hazard function was multiplied by the temperature-dependent rate, such that the maximum rate occurred at optimum temperature (blue line), and declined at suboptimal temperatures (green and red lines). c, Cumulative distribution function for penetration of appressoria over time. The fraction of appressoria that penetrate stomata (FP) over time was estimated from a Weibull function parameterized from descriptions in the literature (shape = 1, scale = 0.75). The Weibull hazard function was multiplied by the temperature-dependent rate, such that the maximum rate occurred at optimum temperature (blue line), and declined at suboptimal temperatures (green and red lines). 
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